IPR Seminar: New Era of Biosimulations with Supercomputers
Cosponsored by BioSuperComputing Research Community
Date: March 4 (Friday) - March 5 (Saturday), 2011
Place: Institute for Protein Research (IPR) Osaka Univ., 1F Lecture Hall
Organizers: Haruki Nakamura (IPR, Osaka Univ.) and Ryutaro Himeno (RIKEN)

March 4 (Friday) (All the lectures will be made in English.)
13:00-13:05 Haruki Nakamura (IPR, Osaka Univ.) Opening Remark
13:05-13:50 Akinori Kidera (Yokohama City Univ.)
"Supercomputing of protein systems using innovative algorithms for multiscale simulations"
13:50-14:35 Xin-Qiu Yao (Kyoto Univ.)
"Drug export and allosteric coupling in a multidrug transporter revealed by molecular simulations"
14:35-15:20 Makoto Taiji (RIKEN)
"K-computer and MDGRAPE-4"
15:20-15:35 Coffee Break
15:35-16:20 Yibing Shan (D.E. Shaw Research)
"How molecular dynamics simulations may be applied to the structure-based design of kinase drugs."
16:20-17:05 Nikolay V. Dokholyan (Univ. North Carolina)
"Multiscale modeling and design of biological molecules"
17:05-17:50 Yoshinori Tamada (Univ. Tokyo)
"Large-scale gene network estimation algorithms with high performance computing"
17:50-17:55 Ryutaro Himeno (RIKEN) Closing Remark
18:00 Gathering

March 5 (Saturday) (All the lectures will be made in Japanese.)
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