PROTEIN
DATA BANK

& v
% PDBj
N CAL €& () =nEmREnS

Y4 ™ Protein Data Bank Japan

PDB?/?ﬂﬁl:
Onﬂznaau\//ﬂ‘ /7»L\

POPIMXBEEYMFDRTImE
Protein Data Bank 50 £ %A

202111.24 Weol] 10:00-17:05 s

ﬁi

o
o X (17:00-17:05 EASILS )
oy :}'_"‘ l',‘ — \
it : = ~ = A: )’
Zeifin IRRAF—way SRV VIRY
:f‘d i p I —nea@iA ;i
:ﬁ'\:‘} ST G roenpeseecn BB ESF— BALYESs BREVYEFIYTINVRIVA
:‘:.::: OSAKA UNIVERSITY tb—tiﬁﬁ The Biophysical Society of Japan tl/ %ﬁﬁ
'r’},f?’( 10:00-10:10 F EiHEA 13:30-14:15
10:10-10:50 HFHESHR o ¥m Jﬁnﬂ KBRS BEETRA
L
7 -50-11: P EA
{ 10:50-11:00 fAER i)
55:;\ 11:00-11:40 {BHMBSRK CryoEM structure of small heat shock protein
e Kyeong Kyu Kim muggExses [2E)
R iy "
P ' PDBjRXH—8
- g o oy S /== AC_4C- .
R _ o Dk 14:25-1510 Structure of the sodium-dependent
il AT R o . °
::-.f POB} HX 5 A EE L £ 7. !ohosphate transporl:er.reveals insights
= AS i A into human solute carrier SLC20
SR\ E S
-wAed KIRAS ) T—— 2
Do A Yuh-Ju Sun EuzEERE [A7]
e Molecular movies and beyond
BEHLIAG EH M smrrcsRESHEN
?‘\':‘EEJ:D _ 15:20-16:05 - ~, 10
iz oHESRD L NMR ((.ck%ﬁg V1 \Dgwﬁﬁﬁﬁﬂﬂﬂ
BARULAHZEZ U, N @ USH —K B2z £hmanemrtyy—
a £
https://pdbj.org/news/pdb50asiasympo EEET;%FE EEEE, & Eﬁﬂgﬁuﬁ ﬁ:z Lz
DS ABFRHEICLFIBEEYZF
BEH B — ARAZAYRASBERRE. BRESENEHR LYY — - £HBENEHREY 5 —
smaRen Eiyd! )
proren 16:15-17:00 Structural and mechanistic dissection
: of the Wnt signaling pathway
O R —RESFE) iﬁlj B3 : Wenqing Xu EXZRERFHEEYY— LERZRITAE [FE]
NN . .
2021108178 (H) B A new era in structural biology:
Eff;i?('”{gzw% , the impact of structure prediction using Al met!
HPE # (100 3 ==
%gﬂ%ﬁﬁﬁwmoiic = « W /. Sameer Velankar RNEWBERZHER [FE]
O SIS

202111 B 8H (A)
HARRE23:59F T





